Supplementary Figure 2. bubR1-KEN sas-4 double mutants have smaller numbers of NBs and impaired brain growth a)
Brains from WT or bubR1-KEN sas-4 larvae were fixed and the numbers of pan-NBs per lobe were counted by staining of the central brain region with an anti-deadpan antibody (red and lower monochrome panels). The neuronal marker prospero is shown in green. Phospho-histone H3 (Ser10) is displayed in blue. Scale bar: 100 m. b) Quantification of pan-NBs number (SD) in WT, bubR1-KEN, sas-4 and bubR1-KEN sas-4 brain lobes. WT and bubR1-KEN brain lobes had 85.07.1 NBs/lobe (n=7) and 89.9.68.5 NBs/ lobe (n=8) respectively. Sas-4: 126.216.2 NBs/lobe (n=8). The introduction of the bubR1-KEN mutation in the sas-4 defective background resulted in a much smaller number of NBs 44.67.7 NBs/ lobe (n=8). *: P=1.4x10 -3 , **: P=3.3x10 -4 , ***: P<1.6x10 -5 (Wilcoxon test). c) Analysis of mitotic indices (± SD) in WT, Brains. WT: 1.070.12% (n=9899, 3 brains), bubR1-KEN: 0.700.16%, (n=5918, 3 brains), sas-4: 1.440.69%, (n=12417, 3 brains), and bubR1-KEN sas-4: 0.500.05% (n=5520, 3 brains). ***: P<6x10 -6 , (Wilcoxon test). The numbers in parentheses are the percentages of euploid, aneuploid and polyploid cells, respectively; n is the total number of mitotic cells observed, from at least 3 different brains. WT (100, 0, 0, n=150), 4.4, 4.3, n=230), 1.5, 1.2, n=256) , aurA 8839 (89.6, 7.4, 3.0, n=299) , aurA 8839 /aurA 17961 (94.9, 3.3, 1.8, n=276), sas4 mad2 (21.9, 42.6, 35.5, n=169), bubR1-KEN sas-4 (62.2, 34.2. 3.7, n=82) 
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Supplementary Figure 4. AurA overexpression (OE) does not accelerate mitotic exit a)
Western blots showing the levels of endogenous and FLAG-tagged AurA variants in brain tissues. The FLAG western blot showing the overexpressed (AurA and AurA K/R ) exogenous proteins is on the left and the western blot showing both endogenous and exogenous AurA proteins is shown on the right. Ponceau S staining was used to control for loading control. b) AurA and AurA K/R OE NBs display normal mitotic timing and normal spindle morphology. WT (top panels), FLAG-AurA OE (middle panels), and FLAG-AurA K/R OE (lower panels) NBs were imaged with GFP- tubulin. 
